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SEQUENCE LISTING 

(1) GENERAL INFORMATION : 

(i) APPLICANT: Kavanaugh, William M. 

Williams, Lewis T. 

(ii) TITLE OF INVENTION: Binding Sites for Phosphotyros me 
Binding Domains 

(ill) NUMBER OF SEQUENCES . 74 

(lv) CORRESPONDENCE ADDRESS: 

(A) ADDRESSEE: Townsend and Townsend and Crew LLP 

(B) STREET: Two Embarcadero Center, 8th Floor 

(C) CITY: San Francisco 

(D) STATE: California 
( E } COUNTRY • uq A 

(F) LIP: 94111-3834 

(v) COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: Floppy disk 

(B) COMPUTER: IBM PC compatible 

(C) OPERATING SYSTEM: PC - DOS /MS - DOS 

(D) SOFTWARE: Patentln Release #1.0, Version #1.25 

(vi) CURRENT APPLICATION DATA: 

(A) APPLICATION NUMBER : US 09/894,967 

(B) FILING DATE: 27-JUN-2001 

(C) CLASSIFICATION : 

(vii) PRIOR APPLICATION DATA: 

(A) APPLICATION NUMBER: US 08/423,646 

(B) FILING DATE: 14-APR-1995 

{ vi i i ) ATTORNEY /AGENT I NFORMATION : 

(A) NAME: Serafim, Andrew T. 
(3) REGISTRATION NUMBER: 41,303 

(C) REFERENCE /DOCKET NUMBER: 2307K-059110 

(lx) TELECOMMUNICATION INFORMATION: 
(A) TELEPHONE: 415-326-2400 



(B) TELEFAX: 415-326-242 



(2) INFORMATION FOR SEQ ID NO : 1 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5 amino acids 

(B) TYPE: amino acid 

(C) STRANDSDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



ix .) FEATURE : 

( A ; NAM S / KEY: Regi o n 



(D) jTHER information 



r.ote = 



"Xaa is Leu or Ala . " 



(ix) FEATURE: 

(A) NAME /KEY: Region 
(R) LOCATION: one -Of {3} 

(D) OTHER INFORMATION: /note= "Xaa is Tyr , phosphoty ros ine 
or analogs thereof, Glu, Thr, Asp, Gin, Ala or 
Phe . " 



( ix) FEATURE : 

(A) NAME 'KEY: Region 

(B) LOCATION: one-of (4) 

(D) OTHER INFORMATION: /note= "Xaa is Tyr, phosphotyrosme 
or analogs thereof . " 



( ix) FEATURE : 

(A) NAME / KEY : Region 

(B) LOCATION: one-of (5) 

(D) OTHER INFORMATION : /note- "Xaa is Trp, Leu, Ser, Phe or Gin. 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 1 : 

Asn Xaa Xaa Xaa Xaa 
1 5 



(2) INFORMATION FOR SEQ ID NO : 2 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(D) TOPOLOGY: linear 
(u) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME, KEY: Region 

(B) LOCATION: one-of (1) 

(D) OTHER INFORMATION: /note= "Xaa is Asp, Ser, Glu or Ala. 

(ix) FEATURE: 

(A) NAME, KEY: Region 

(B) LOCATION: one-of (3) 

(D) OTHER INFORMATION: /note- "Xaa is Leu or Ala." 

(ix) FEATURE: 

(A) NAME/KEY: Region 

(B) LOCATION: one-of (4) 

(D) OTHER INFORMATION: / note= "Xaa is Tyr, phosphotyrosme 
or analogs thereof, Glu, Thr , Asp, Gin, Ala or 
Phe . " 

fix) FEATURE: 

[ A ) NAME /KEY: Region 

:H ; LOCATION : one-of { 5 ■ 

( D j C'THER INFORMATION: note- "Xaa is Tyr, phosphotyrosme 
or analogs there: f . " 
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(ix) FEATURE: 

(A) NAME / KEY: Region 

(B) LOCATION: one- :f (6) 

(D) OTHER INFORMATION: /note= "Xaa is Trp, Leu, Ser, Phe or Gin. " 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 2 

Xaa Asn Xaa Xaa Xaa Xaa 
1 S 



(2) INFORMATION FOR SEQ ID NO : 3 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 6 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE : peptide 



(ix) FEATURE : 

(A) NAME /KEY : Region 

(B) LOCATION: one-of (3) 

(D) OTHER INFORMATION: /note= "Xaa is Leu or Ala." 

(ix) FEATURE : 

(A) NAME / KEY : Region 

(B) LOCATION: one-of (4) 

(D) OTHER INFORMATION: /note= "Xaa is Tyr , phosphotyrosine 
or analogs thereof, Glu, Thr , Asp, Gin, Ala or 
Phe . " 

(ix) FEATURE : 

(A) NAME/ KEY : Region 

(B) LOCATION: one-of (5) 

(D) OTHER INFORMATION: /note= "Xaa is Tyr, phosphotyrosine 
or analogs thereof . " 

(ix) FEATURE : 

(A) NAME/ KEY: Region 

(B) LOCATION: one -of (6) 

(D) OTHER INFORMATION: /note= "Xaa is Trp or Phe." 



(xi) SEQUENCE DESCRIPTION: SEQ) ID NO : 3 

Asp Asn Xaa Xaa Xaa Xaa 
1 5 



(2) INFORMATION FOR SEQ ID NO : 4 : 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 6 amino acids 
(P) TYPE: amine acid 
(C) STRANDEDNESS : single 
(C) TOPOLOGY : linear 



(11) 



MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME /KEY: Region 

(B) LOCATION: one -of (3) 

(D) OTHER INFORMATION: /note- "Xaa is Leu or Ala. 



(ix) FEATURE: 

(A) NAME /KEY: Region 

(B) LOCATION: one-of (4) 

(D) OTHER INFORMATION: /note= "Xaa is Tyr , phosphotyros ine 
or analogs thereof, Glu, Thr, Asp, Gin, Ala or 
Phe . " 



(ix) FEATURE: 

(A) NAME /KEY : Region 

(B) LOCATION: one-of (5) 

(D) OTHER INFORMATION: /note= "Xaa is Tyr, phosphotyrosine 
or analogs thereof . " 



(ix) FEATURE : 

(A) NAME/KEY: Region 

(B) LOCATION: one-of (6) 

(D) OTHER INFORMATION: /note= "Xaa is Trp or Phe. 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 4 : 

Glu Asn Xaa Xaa Xaa Xaa 
1 5 



(2) INFORMATION FOR SEQ ID NO : 5 : 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 12 amino acids 

(B) TYPE: anino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME/KEY: Region 

(B) LOCATION: one-of (7) 

(D) OTHER INFORMATION : /note= "Xaa is phosphotyrosine. 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 5 : 

Ala Phe Asp Asn Leu Tyr Xaa Trp Asp Gin Asn Ser 
1 5 10 



2) INFORMATION FOR SEQ ID NO : 6 : 

(l) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 12 amino acids 
;b< TYPE: amino acid 



(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(11) MOLECULE TYPE: peptide 



(IX) FEATURE: 

(A) NAME /KEY: Region 
(3) LOCATION: one-of (6) 

(D) OTHER INFORMATION: /note= "Xaa is phosphotyrosine . " 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 6 : 

Ala Phe Asp Asn Leu Xaa Tyr Trp Asp Gin Asn Ser 
1 5 10 



(2) INFORMATION FOR SEQ ID NO : 7 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 12 amino acids 
(E) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE : 

(A) NAME / KEY : Region 

(B) LOCATION: one-of {6 ,7) 

(D) OTHER INFORMATION: /note= "Xaa is phosphotyrosine." 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 7 : 

Ala Phe Asp Asn Leu Xaa Xaa Trp Asp Gin Asn Ser 

1 5 10 



(2) INFORMATION FOR SEQ ID NO : 8 : 

(l) SEQ'UENCE CHARACTERISTICS : 

(A) LENGTH: 21 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME /KEY: Region 

(P) LOCATION: one -of (12) 



XI ) SEQUENCE DESCRIPTION: SEQ ID NO : 3 : 

Pro Ala Phe Ser Pro Ala Phe Asn Asn Leu Tvr Xaa Trc Asd Gin Asn 
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15 10 15 

Ser Ser Glu Gin Gly 

2 0 



(2) INFORMATION FOR SEQ ID NO : 9 : 

(l) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME/KEY: Region 

<B) LOCATION: one-of (11) 

(D) OTHER INFORMATION: /note= "Xaa is phosphotyros ine . " 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 9 : 

Pro Ala Phe Ser Pro Ala Phe Asp Asn Leu Xaa Tyr Trp Asp Gin Asn 
15 10 15 

Ser Ser Glu Gin Gly 

20 



(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 21 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME /KEY : Region 

(B) LOCATION: one-of (11, 12) 

(D) OTHER INFORMATION: /note= "Xaa is phosphotyros ine . " 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 1 0 : 

Pro Ala Phe Ser Pro Ala Phe Asp Asn Leu Xaa Xaa Trp Asp Gin Asn 
15 10 15 

Ser Ser Glu Gin Gly 

20 



(2) INFORMATION FOR SEQ ID NO : 11 : 
(l) SEQUENCE CHARACTERISTICS 



(A) LENGTH: 2 1 ammo acid: 

(B) TYFE: amine acid 

(C) STRANDEDNESS: single 

(D) T3FOLOGY: linear 



(11) MOLECULE TYPE: peptide 



( IX) FEATURE : 

(A) NAME /KEY: Region 

(B) LOCATION: one -of (12) 

(D) OTHER INFORMATION: /'note- "Xaa is phosphotyrosine . 



(xi) SEQUENCE DESCRIPTION: SEQ' ID NO: 11: 

Pro Ala Phe Ser Pro Ala Ala Asp Asn Leu Tyr Xaa Trp Asp Gin Asn 
1 5 10 15 

Ser Ser Glu Gin Gly 

2 0 



(2) INFORMATION FOR SEQ ID NO : 12 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME /KEY : Region 

(B) LOCATION: one-of (11) 

(D) OTHER INFORMATION: /note= "Xaa is phosphotyrosine. 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 12: 

Pro Ala Phe Ser Pro Ala Ala Asp Asn Leu Xaa Tyr Trp Asp Gin Asn 
1 5 10 15 

Ser Ser Glu Gin Gly 

20 



(2) INFORMATION FOR SEQ ID NO : 1 3 : 

(l) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 1 amino acids 
( B } TYPE : amino ac id 
(C) STRANDEDNESS : single 
( D ) TOPOLOGY : 1 mear 

; ::) MOLECULE TYPE: Dec: i de 



i ;■: ) 
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( A ) NAME / KEY : Reg 1 on 

(B) LOCATION: one - of ( 1 1 , 1 2 ) 

(D) OTHER INFORMATION: ./note= "Xaa is phosphotyrosme . 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 1 3 : 

Pro Ala Phe Ser Pro Ala Ala Asp Asn Leu Xaa Xaa Trp Asp Gin Asn 
15 10 15 

Ser Ser Glu Gin Gly 

20 



(2) INFORMATION FOR SEQ ID NO : 14 : 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH : 2 1 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY : linear 

(ii) MOLECULE TYPE: peptide 



( ix) FEATURE : 

(A) NAME / KEY : Region 

(B) LOCATION: one-of (12) 

(D) OTHER INFORMATION: /note= "Xaa is phospho tyros ine . 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 14: 

Pro Ala Phe Ser Pre- Ala Phe Ala Asn Leu Tyr Xaa Trp Asp Gin Asn 
15 10 15 

Ser Ser Glu Gin Gly 

2 0 



(2) INFORMATION FOR SEQ ID NO : 1 5 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 amino acids 
(3) TYPE : ammo acid 
(C) STRANDEDNESS : single 
{ D ) TOPOLOGY : linear 

(ii) MOLECULE TYPE: peptide 



( ix) FEATURE : 

(A) NAME / KEY : Region 

(3) LOCATION: one-of (11) 

(D) OTHER INFORMATION: /note- "Xaa is phosphotyrosme. 



xi' SEQUENCE DESCRIPTION: SEQ ID NO 

Pro Ala Phe Ser Pro Ala Phe Ala Asn 
1 5 



Leu Xaa Tyr Trp Asp Gin Asn 
10 15 
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ber bei : alu -jln : jly 

20 



2) INFORMATION FOR SEC ID NO : 1 6 : 

(l) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(n) MOLECULE TYPE : peptide 



(ix) FEATURE : 

(A) NAME /KEY: Region 

(B) LOCATION: one- of ( 11 , 12 ) 

(D) OTHER INFORMATION: /note- "Xaa is phosphotyrosine . " 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 1 6 : 

Pro Ala Phe Ser Pro Ala Phe Ala Asn Leu Xaa Xaa Trp Asp Gin Asn 
15 10 15 

Ser Ser Glu Gin Gly 

20 



(2) INFORMATION FOR SEQ ID NO: 17: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLC'GY: linear 

(ii) MOLECULE TYPE : peptide 



{ix) FEATURE: 

(A) NAME / KEY * Region 

(B) LOCATION: one-of (12) 

(D) OTHER INFORMATION: /note= "Xaa is phosphotyrosine." 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 1 7 : 

Pro Ala Phe Ser Pro Ala Phe Ser Asn Leu Tyr Xaa Trp Asp Gin Asn 
15 10 15 

Ser Ser Glu Gin Gly 

2 0 



f 2 ) IN FOP MA T I O N FOR SEQ ID NO : 1 8 



ECUENCE CHARACTERISTICS : 



(A) LENGTH: :l amino acid 
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(3) TYPE, ammo acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME/ KEY: Region 

(B) LOCATION: one-of (11) 

(D) 'OTHER INFORMATION: /note= "Xaa is phosphotyrosme . 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 18: 

Pro Ala Phe Ser Pro Ala Phe Ser Asn Leu Xaa Tyr Trp Asp Gin Asn 
15 10 15 

Ser Ser Glu Gin Gly 

20 



(2) INFORMATION FOR SEQ ID NO: 19: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 21 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY : linear 

(h) MOLECULE TYPE: peptide 



(ix) FEATURE : 

(A) NAME/KEY : Region 

( B ) LOCATION : one - of ( 12 ) 

(D) OTHER INFORMATION: /note= "Xaa is phosphotyros ine . 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 1 9 : 

Pro Ala Phe Ser Pro Ala Phe Ser Asn Leu Xaa Xaa Trp Asp Gin Asn 
15 10 15 

Ser Ser Glu Gin Gly 

20 



(2) INFORMATION FOR SEQ ID NO : 2 0 : 

(l) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 amino acids 
f 3) TYPE : amino acid 
i 2) STRANDEDNESS: single 
ID) TOPOLOGY : linear 

(n) MOLECULE TYPE: peptide 



f ix ) FEATURt : 

( A ) NAM E / KEY Region 



(B) LOCATION : one -of (12) 

(D) OTHER INFORMATION: ,/note= "Xaa is phosphotyrosine . 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 2 0 : 

Pro Ala Phe Ser Pro Ala Phe Asp Asn Ala Tyr Xaa Trp Asp Gin Asn 
15 10 15 

Ser Ser Glu Gin Glv 

20 



(2) INFORMATION FOR SSQ ID NO : 2 1 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME /KEY: Region 

(B) LOCATION: one-of (11) 

(D) OTHER INFORMATION: /'note- "Xaa is phosphotyrosine." 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 2 1 : 

Pro Ala Phe Ser Pro Ala Phe Asp Asn Ala Xaa Tyr Trp Asp Gin Asn 
1 5 10 15 

Ser Ser Glu Gin Gly 

20 



(2) INFORMATION FOR SEQ ID NO: 22: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME/ KEY: Region 

(B) LOCATION: one-of (11, 12) 

(D) OTHER INFORMATION: /note- "Xaa is phosphotyrosine." 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 2 2 : 

Pro Ala Phe Ser Pre. Ala Phe Asp Asn Ala Xaa Xaa Trp Asp Gin Asn 

15 10 15 



Ser Ser Glu Gin Gly 

20 



(2) INFORMATION FOR SEQ ID NO : 2 3 : 

(l) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 1 amir.o acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : Single 

(D) TOPOLOGY: linear 

(n) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME /KEY : Region 

(B) LOCATION: one-of (12) 

(D) OTHER INFORMATION: y nnt.p= "Xaa is nhnsnhnfvrnqinp. 11 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 2 3 : 

Pro Ala Phe Ser Pro Ala Phe Asp Asn Leu Ala Xaa Trp Asp Gin Asn 
15 10 15 

Ser Ser Glu Gin Gly 

20 



(2) INFORMATION FOR SEQ ID NO: 24: 

(l) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 2 1 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(n) MOLECULE TYPE: peptide 



(IX) FEATURE: 

(A) NAME/ KEY: Region 

(B) LOCATION: one -of (12) 

(D) OTHER INFORMATION: /note- "Xaa is phosphotyros ine 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 24: 

Pro Ala Phe Ser Pro Ala Phe Asp Asn Leu Phe Xaa Trp Asp Gin Asn 
15 10 15 

Ser Ser Glu Gin Gly 

20 



2) INFORMATION FOR SEQ ID NO : 2 5 : 

( i ) SEQUENCE CHARACTERISTICS 

( A ) LENGTH : 2 1 amino acid: 
(3) TYPE: amino acid 
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(CM STRANDEDNESS: single 
(D) TOPOLOGY ■ linear 

MOLECULE TYPE peptide 



(IX) FEATURE: 

(A) NAME /KEY : Region 

(B) LOCATION: one-of (12) 

(D) OTHER INFORMATION: /note= "Xaa is phosphotyros ine . 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 2 5 : 

Pro Ala Phe Ser Pro Ala Phe Asp Asn Leu Tyr Xaa Phe Asp Gin Asn 
15 10 15 

Ser Ser Glu Gin Gly 

20 



(2) INFORMATION FOR SEQ ID NO: 26: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY : linear 

(n) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME /KEY : Region 

(B) LOCATION: one-of (11) 

(D) OTHER INFORMATION: /note= "Xaa is phosphotyros ine . M 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 26: 

Pro Ala Phe Ser Pro Ala Phe Asp Asn Leu Xaa Tyr Phe Asp Gin Asn 
15 10 15 

Ser Ser Glu Gin Gly 

20 



(2) INFORMATION FOR SEQ ID NO : 2 7 : 

(l) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 amino acids 
(P) TYPE: ammo acid 
(C) STRANDEDNESS: single 
(I ) TOPOLOGY : linear 

' i i > MOLECULE TYPE- peptide 



tix; 



'UR E : 

NAME KEx 



ION : 



egio; 
me - o 



t. 1 1 



iD: OTHER INFORMATION': . note- "Xaa is phosphotyrosine . " 



{xi ) SEQUENCE DESCRIPTION: SEQ ID NO : 2 7 : 

Pro Ala Phe Ser Pre- Ala Phe Asp Asn Leu Xaa Xaa Phe Asp Gin Asn 
1 5 10 15 

Ser Ser Glu Gin Glv 

20 



INFORMATION FOR SEQ ID NO: 28: 

(l) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 21 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY : linear 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE : 

(A) NAME / KEY : Region 

(3) LOCATION: one-of (12) 

(D) OTHER INFORMATION: /note= "Xaa is phosphotyrosine. " 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 2 8 : 

Pro Ala Phe Ser Pro Ala Phe Asp Asn Leu Tyr Xaa Trp Ala Gin Asn 
15 10 15 

Ser Ser Glu Gin Gly 

20 



INFORMATION FOR SEQ ID NO : 2 9 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 amino acids 

(B) TYPE : amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY : linear 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE : 

( A ) NAME / KEY : Reg l on 

(B) LOCATION: one -of (11) 

(I 1 ) OTHER INFORMATION: /note- "Xaa is phosphotyrosine." 



\ j k : O i_J \_J i_i i 1 1^/ LJlJV.l 1 L L. i. _i_ 1 * . L_J J_l J- i_> J. 1 * W . . 

Pro Ala Phe Ser Pro Ala Phe Ago Asn Levi Xaa Tvr Tro Ala Gin As 



er Ser Glu Gin Glv 



2 0 



(2) INFORMATION FOR SEQ ID NO : 3 0 : 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 2 1 amino acids 
(3) TYPE : amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME /KEY; Region 

(B) LOCATION: one-of (11, 12) 

(D) OTHER INFORMATION : /note- "Xaa is phosphotyros ine . " 



(XI ) SEQUENCE DESCRIPTION: SEQ ID NO : 3 0 : 

Pro Ala Phe Ser Pro Ala Phe Asp Asn Leu Xaa Xaa Trp Ala Gin Asn 
15 10 15 

Ser Ser Glu Gin Gly 

2 0 



(2) INFORMATION FOR SEQ ID NO : 3 1 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH; 2 1 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME/ KEY : Region 

(3) LOCATION: one-of (12) 

(D) OTHER INFORMATION: /note= "Xaa is phosphotyros ine . " 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 3 1 : 

Pro Ala Phe Ser Pro Ala Phe Asp Asn Leu Tyr Xaa Trp Asp Ala Asn 
1 5 10 15 

Ser Ser Glu Gin Gly 

2 0 



(2) INFOkMAxION r OR SEQ' iu NO. 32: 

' l) SEQUENCE CHARACTERISTICS : 

( A ) LENGTH : 2 1 amino acids 

(3) TYPE: ammo acid 

(C) STRANDEDNESS: smale 



(D) TOPOLOGY: linear 
11} MOLECULE TYPE: peptide 



dx) FEATURE : 

(A) NAME /KEY: Region 

(B) LOCATION: one-of (11) 

(D) OTHER INFORMATION: /note- "Xaa is phosphotyros ine . M 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 32: 

Pro Ala Phe Ser Pro Ala Phe Asp Asn Leu Xaa Tyr Trp Asp Ala Asn 
15 10 15 

Ser Ser Glu Gin Glv 

20 



(2) INFORMATION FOR SEQ ID NO : 3 3 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME /KEY: Region 

(3) LOCATION: one-of (11 , 12) 

(D) OTHER INFORMATION: /note= "Xaa is phosphotyros ine . " 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 3 3 : 

Pro Ala Phe Ser Pro Ala Phe Asp Asn Leu Xaa Xaa Trp Asp Ala Asn 
15 10 15 

Ser Ser Glu Gin Gly 

20 



(2) INFORMATION FOR SEQ ID NO: 34: 

(l) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 1 ammo acids 
(3) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



ix) FEATURE : 

(A) NAME /KEY : Region 

(B) LOCATION: one-of (12) 

''D.i OTHER INFORMATION: note= "Xaa is phospho tyros i ne . 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO:34: 

Pro Ala P::e Ser Pro Ala Phe Asp Asn Leu Tyr Xaa Trp Asp Asn Asn 
15 10 15 



Ser Ser Glu Gin Gly 

20 



(2) INFORMATION FOR SEQ ID NO : 3 5 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 ammo acids 

(B) TYPE: ammo acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME /KEY: Region 

(B) LOCATION: one-of (11) 

(D) OTHER INFORMATION: /note= "Xaa is phosphotyrosine . 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 3 5 : 

Pro Ala Phe Ser Pro Ala Phe Asp Asn Leu Xaa Tyr Trp Asp Asn Asn 
15 10 15 

Ser Ser Glu Gin Gly 

20 



(2) INFORMATION FOR SEQ ID NO : 3 6 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECLTLE TYPE: peptide 



(ix) FEATURE: 

(A) NAME /KEY : Region 

(P ) LOCATION : one- of (11, 12 ) 

(D) OTHER INFORMATION: /note= "Xaa is phosphotyrosine." 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 3 6 : 



Pro Ala P h e S e 



p >- 



la 



Phe 



Leu Xaa Xaa Tl*d Asd Asn 



Ser Ser Glu Gin Gly 

2 0 



18 



(2) INFORMATION FOR SEQ ID NO : 3 7 : 

( l ) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 21 ammo acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(h) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME /KEY : Region 

(B) LOCATION: one-of (12) 

<D) OTHER INFORMATION: /note= "Xaa is phosphotyros ine . " 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 3 7 : 

Pro Ala Phe Ser Pro Ala Phe Asp Asn Leu Tyr Xaa Asp Asp Gin Asn 
15 10 15 

Ser Ser Glu Gin Gly 

20 



(2) INFORMATION FOR SEQ ID NO: 38: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 1 amino acids 

(B) TYPE: amino acid 

<C) STRANDEDNESS: single 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME /KEY: Region 

(B) LOCATION: one-of (11) 

(D) OTHER INFORMATION: /note- "Xaa is phosphotyros ine . " 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 3 8 : 

Pro Ala Phe Ser Pro Ala Phe Asp Asn Leu Xaa Tyr Trp Asp Asp Asn 
15 10 15 

Ser Ser Glu Gin Gly 

20 



(2) INFORMATION FOR SEQ ID NO : 3 9 : 

( l ) SEQ'UEN 2E CHARACTERISTICS : 

(A) LENGTH: 2 1 amino acids 
( 3 ) TYPE: amine acid 

(C) STRANDEDNESS: single 

( D ) TOPOLCGY: linear 



in) MOLECULE TYPE: peptide 



(IX) FEATURE: 

(A) NAME / KEY : Region 

(B) LOCATION: one-of (11, 12) 

(D) C>THER INFORMATION: /note- "Xaa is phosphotyrosine. 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 3 9 : 

Pro Ala Phe Ser Pro Ala Phe Asp Asn Leu Xaa Xaa Trp Asp Asp Asn 
15 10 15 

Ser Ser Glu Gin Gly 

20 



(2) INFORMATION FOR SEQ ID NO : 4 0 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME/KEY: Region 

(B) LOCATION: one-of (12) 

(D) OTHER INFORMATION: /note- "Xaa is phosphotyrosine." 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 4 0 : 

Pro Ala Phe Ser Pro Ala Phe Asp Asn Leu Ala Xaa Trp Asp Gin Ala 
15 10 15 

Ser Ser Glu Gin Gly 

20 



(2) INFORMATION FOR SEQ ID NO : 4 1 : 

(l) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE: 

( A ) NAM E ■ K E Y : Fegic n 

(3) LOCATION: one-cf (II) 

(D) OTHER. INFORMATION: ncte= "Xaa is phosphotyrosine. 



xi) SEQUENCE DESCRIPTION: SEQ ID NO : 4 I : 

Pro Ala Pile Ser Pro Ala Phe Asp Asn Leu Xaa Tyr Trp Asp Gin Ala 
15 10 15 

Ser Ser Glu Gin Gly 

20 



(2) INFORMATION FOR SEQ ID NO : 4 



(l) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 ammo acids 
(3) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(li) MOLECULE TYPE: nenMde 



(ix) FEATURE : 

(A) NAME /KEY : Region 

(B) LOCATION: one- of ( 11 , 12 ) 

(D) OTHER INFORMATION: /note= "Xaa is phosphotyros ine . M 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 42: 

Pro Ala Phe Ser Pro Ala Phe Asp Asn Leu Xaa Xaa Trp Asp Gin Ala 
15 10 15 

Ser Ser Glu Gin Gly 

20 



(2) INFORMATION FOR SEQ ID NO : 4 3 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(li) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME / 'KEY : Region 

(B) LOCATION: one-of (12) 

(D) OTHER INFORMATION: /note= "Xaa is phosphotyros ine . " 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 4 3 : 



r-\ i . -1 ~. t — r t — r '. ? A—* I > — I ' 



r'ro /-Lxa f'he h^u Ran i^eu i yr .\aa irp Asp bin Asn 

10 15 



A^a ^er G^u G^n G ^ 



21 



(2) IN FORMAT I Or J FOR SEQ ID NO : 4 4 : 

(l) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(lx) FEATURE: 

(A) NAME /KEY : Region 

(B) LOCATION: one-of (11) 

(D) OTHER INFORMATION : /note= "Xaa is phosphotyrosine . 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 44: 

Pro Ala Phe Ser Pro Ala Phe Asp Asn Leu Xaa Tyr Trp Asp Gin Asn 
15 10 15 

Ala Ser Glu Gin Gly 

20 



(2) INFORMATION FOR SEQ ID NO : 4 5 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 1 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE : 

(A) NAME /KEY: Region 

(B) LOCATION: one-of (11, 12) 

(D) OTHER INFORMATION: /note= "Xaa is phosphotyrosine. 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 4 5 : 

Pro Ala Phe Ser Pro Ala Phe Asp Asn Leu Xaa Xaa Trp Asp Gin Asn 

15 10 15 

Ala Ser Glu Gin Gly 

2 0 



(2) INFORMATION F "R SEQ ID NO : 4 6 : 

( 1 } q T7 0T TT7Vf 1 ir r"Ml\^APTT?PTCTTrC . 

i — . — - — w. - - - - - - ■ ^ • 

(A) LENGTH: 2 1 amino acids 

1 3 '■ T Y P F : am i n o acid 

(C, STRANDEDNESS: single 

tD) TOPOLOGY: linear 



(n) MOLECULE TYPE peptide 



( ix} FEATURE : 

{ A ) NAME / KEY ; Region 

(B) LOCATION: one-of (11) 

(D) OTHER INFORMATION: /note= "Xaa is Dhosoho tyrosine 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 46: 

Ala Phe Gly Gly Ala Val Glu Asn Pro Glu Xaa Leu Ala Pro Arg Ala 
15 10 15 

Gly Thr Ala Ser Gin 

2 0 



(2) INFORMATION FOR SEQ ID NO : 4 7 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 18 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME /KEY : Region 

(B) LOCATION: one-of (11) 

(DJ OTHER INFORMATION: /note= "Xaa is phosphotyros ine . 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 4 7 : 

Glu Gly Thr Pro Thr Ala Glu Asn Pro Glu Xaa Leu Gly Leu Asp Val 
1 5 10 15 

Pro Val 



(2) INFORMATION FOR SEQ ID NO : 4 8 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 1 amino acids 

(B) TYPE: amino acid 

(0) STRANDEDNESS : single 
(D) TOPOLOGY: linear 

in) MOLECULE TYPE: peptide 



Pro Ala Phe >r Pro Ala Phe Asp Asn Leu Tyr Tyr Trp Asp Gin Asn 

i = i r, is 

Ser Ser Glu Gin G I v 



2 3 



(2) INFORMATION FOR SEQ ID NO : 4 9 : 

(l) SEQUENCE CHARACTERISTICS: 

(70 LENGTH: 21 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY : linear 

(ll) MOLECULE TYPE: peptide 



(IX) FEATURE: 

(A) NAME /KEY : Region 

( B ) LOCATION: one-of (11) 

(D) OTHER INFORMATION: /note= "Xaa is phosphotyros me . " 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 4 9 : 

Ala Pro Leu Ala Cys Ser Pro Gin Pro Glu Xaa Val Asn Gin Pro Glu 
15 10 15 

Val Arg Pro Gin Ser 

2 0 



(2) INFORMATION FOR SEQ ID NO: 50: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 19 ammo acids 

(B) TYPE : amino acid 

(C) STRANDEDNESS: single 
{ D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



( ix) FEATURE : 

(A) NAME /KEY : Region 

(3) LOCATION: one-of (11) 

(D) OTHER INFORMATION: /note= "Xaa is phosphotyros ine . " 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 5 0 : 

Ser Pro His Ay pi Leu Ser Pro Leu Gin Arg Xaa Ser Glu Asp Pro Thr 
15 10 15 

Leu Pro Leu 



; i S EQ'UENCE CHARACTER 1 5 T I CS : 

(A) LENGTH: 20 ammo acids 

■3) TYPE: amine' acid 

(C) STRANDEDNESS: single 



"1 1 



(D) TOPOLOGY: linear 
in) MOLECULE TYPE- peptide 



(ix) FEATURE: 

(A) NAME /KEY ■ Region 

(B) LOCATION: one -of (11) 

(D) OTHER INFORMATION: /note= "Xaa is phosphot yros ine . " 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 51: 

Thr Leu Pro Leu Pro Pro Glu Thr Asp Gly Xaa Val Ala Pro Leu Ala 
1 5 10 15 

Cys Ser Pro Gin 

20 



(2) INFORMATION FOR SEQ ID NO: 52: 

(l) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE : 

(A) NAME/KEY: Region 

(B) LOCATION: one -of (4) 

(D) OTHER INFORMATION: /note= "Xaa is phosphotyros ine . " 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 52: 

Asn Xaa Xaa Xaa 
1 



(2) INFORMATION FOR SEQ ID NO: 53: 

(l) SEQ'UENCE CHARACTERISTICS: 

(A) LENGTH: 11 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 
(Ei) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



( ix) FEATURE - 

<R) LOCATION: one-of (7) 

■' D ^ OTHER INFORMATION: - "Xaa is phosphotyros l ne . 



Leu Leu Ser Asn Pro Thr Xaa Ser Val Met Arg 

1 5 10 



(2) INFORMATION FOR SEQ ID NC : 54 : 

(l) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 13 ammo acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 
{ D ) TOPOLOGY: linear 

(li) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME /KEY : Region 
(R) lopatton- one- of (7} 

(D) OTHER INFORMATION: /note- "Xaa is phosphotyros ine . 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 54: 

Ala Phe Asp Asn Pro Asp Xaa Trp His Phe Arg Leu Phe 
15 10 



(2) INFORMATION FOR SEQ ID NO : 5 5 : 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 10 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(n) MOLECULE TYPE: peptide 



(ix) FEATURE : 

(A) NAME / KEY : Region 

( 3 ) LOCATION: one -of (6) 

(D) OTHER INFORMATION: /note= "Xaa is phosphotyros ine . " 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 5 5 : 

He Glu Asn Pro Gin Xaa Phe Ser Asp Ala 
1 b 10 



(2) INFORMATION FOR SEQ ID NO:56: 

(l) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 12 amino acids 
( B .) TYPE: a t : i — i iC' acid 
(C) STRANDEDNESS : single 
(D' TOPOLOGY linear 

:ii) MOLECULE TYPE oer>tide 



( ix) FEATURE : 

(A) NAME/ KEY : Region 

(B) LOCATION: one-of (7) 

( D } OTHER INFORMATION; /note= "Xaa is phosphoty ros ine . 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 56: 

Ser Leu Asp Asn Pro Asp Xaa Gin Gin Asp Phe Phe 
1 5 10 



(2) INFORMATION FOR SEQ ID NO : 5 7 : 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 4 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 
{ D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE : 

(A) NAME /KEY: Region 

(B) LOCATION: one-of (4) 

(D) OTHER INFORMATION: /note= "Xaa is phosphotyros ine . 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 5 7 : 

Asn Pro Xaa Xaa 
1 



(2) INFORMATION FOR SEQ ID NO: 58: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 4 amino acids 

(B) TYPE: amino acid 

(C) STRA1JDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



( ix) FEATURE : 

(A) NAME/ KEY: Region 

(B) LOCATION: one-of (4) 

(D) OTHER INFORMATION: /note= "Xaa is phosphotyros me . 



(xi) SEQUENCE EESCRIPTION: SEQ ID NO : 5 8 : 



1 c r> Levi Xaa Xaa 



INFORMATION FOR SEC I D NO : 5 9 : 



■ v i) SEQUENCE CHARACTERISTICS 

(A) LENGTH: 21 ammo acids 

(B) TYPE: amino acii 

(C) STRAND EDNESS : single 

(D) TOPOLOGY; linear 

(11) MOLECULE TYPE : peptide 



( ix) FEATURE : 

(A) NAME /KEY: Region 

(B) LOCATION: one-of (11, 12) 

(D) OTHER INFORMATION: /note= "Xaa is phosphotyros me . " 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 5 9 : 

Asp Ser Trp Asp Gin Asn Gin Leu Phe Ser Xaa Xaa Ser Phe Ala Pro 
1 5 10 is 

Glu Gly Pro Ala Asn 

20 



(2) INFORMATION FOR SEQ ID NO -60: 

<i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 21 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(li) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME / KEY : Region 

(B) LOCATION': one-of(4,18) 

(D ) OTHER INFORMATION: /note= "Xaa is phosphotyros ine . " 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 6 0 : 

Asp Ser Trp Xaa Ser Gin Asn Gin Leu Phe Asp Ser Phe Ala Pro Glu 
1 5 10 15 

Gly Xaa Pro Ala Asn 

20 



(2) INFORMATION FOR SEQ ID NO : 6 1 : 

( i } SEQUENCE CHARACTERISTICS 

(A) LENGTH: 2 1 amino acids 

(B) TYPE: amino acid 

/ r- \ ("* T 1 T~y T 1 VTT' 1-1 T > * T T7 1 r- r* . ^ .! „ — "I „ 

i'T) TOPOLC3Y: linear 
■;ii) MOLECULE TYPE: oectide 



2 8 



dx) FEATURE : 

(A) NAME / KEY : Region 

(B) LOCATION: one-of (12) 

(D) OTHER INFORMATION: /note= "Xaa is phospho tyros me . " 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 6 1 : 

Pro Ala Phe Ser Pro Ala Phe Asp Ala Leu Tyr Xaa Trp Asp Gin Asn 
IS 10 15 

Ser Ser Glu Gin Glv 

-4 

20 



(2) INFORMATION FOR SEQ ID NO: 62: 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 21 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 
{ D ) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE : 

(A) NAME /KEY: Region 

(B) LOCATION: one -of (12) 

{ D ) OTHER INFORMATION: /note= "Xaa is phosphotyrosme . " 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 62: 

Pro Ala Phe Ser Pro Ala Phe Asp Gin Leu Tyr Xaa Trp Asp Gin Asn 
15 10 15 

Ser Ser Glu Gin Gly 

20 



(2) INFORMATION FOR SEQ ID NO : 6 3 : 

(l) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



( ix ) FEATURE : 

(A) NAME /KEY: Regicn 

(P) LOCATION: one-of (12) 

ii. ■ ■■ -v. liiiLrv i.u-wiM'irtiiun . / ;iwlc= A. del i_^> pllUbpIluLy I Ub Hie . 



l ) S 



1 S— ■ r T <• N > T , 



DESCRIPTION: SEQ I D NO : 5 3 



a Phe Ser Pro Ala 



/.aa Tro Aso 



n As n 



1 



5 



10 



15 



Ser Ser Glu 31 n Gly 

2 0 



(2) INFORMATION FOR SEQ ID NO : 6 4 : 

(l) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 22 ammo acids 

(B) TYPE: ammo acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(u) MOLECULE TYPE: peptide 



(ix) FEATURE : 

(A) NAME. ''KEY: Region 

(B) LOCATION: one-of (13) 

(D) OTHER INFORMATION: /note= "Xaa is phosphotyrosine. " 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 64 : 

Pro Ala Phe Ser Pro Ala Phe Asp Asn Leu Ala Tyr Xaa Trp Asp Gin 
15 10 15 

Asn Ser Ser Glu Gin Gly 

20 



(2) INFORMATION FOR SEQ ID NO : 6 5 : 

(i) SEQUENCE CHARACTERISTICS : 

(A) LENGTH: 22 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(h) MOLECULE TYPE: peptide 



(ix) FEATURE : 

(A) NAME ; KEY : Region 

(3) LOCATION: one-of (13) 

(D) OTHER INFORMATION: /note= "Xaa is phosphotyrosine . n 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 6 5 : 

Pro Ala Phe Ser Pro Ala Phe Asp Asn Leu Phe Tyr Xaa Trp Asp Gin 
1 L - 10 15 



Asn Ser Ser Glu Gin Gl 



INFORMATION FOR 3FQ ID NO : 6 6 : 
(i) SEQUENCE CHARACTERISTICS 




(A) LENGTH: 21 ammD acids 

(B) TYPE: amino a:id 

(C) STRANDEDNESS: single 
fD) TOPOLOGY ■ linear 

(n) MOLECULE TYPE: pepnide 



(IX) FEATURE: 

(A) NAME / KEY : Region 

(B) LOCATION: one -of (12) 

(D) OTHER INFORMATION: /note= "Xaa is phosphot yros me . 



(xi) SEQUENCE DESCRIPTION : SEQ ID NO: 66: 

Pro Ala Phe Ser Pro Ala Phe Asp Asp Leu Tyr Xaa Ala Asp Gin Asn 
15 10 15 

Ser Ser Glu Gin Gly 

20 



(2) INFORMATION FOR SEQ ID NO : 6 7 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 1 amino acids 

(B) TYPE: ammo acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY : linear 

(li) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME / KEY : Region 

(B) LOCATION : one -of ( 12 ) 

(D) OTHER INFORMATION: /note= "Xaa is phosphotyrosine . " 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 6 7 : 

Pro Ala Phe Ser Pro Ala Phe Asp Asn Leu Tyr Xaa Trp Asp Asp Asn 
15 10 15 

Ser Ser Glu Gin v 

20 



(2) INFORMATION FOR SEQ ID NO : 6 8 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 ammo acids 

(B) TYPE: ammo acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

ill' MOLECULE TYPE: peptide 



(A) NAME ' KEY : Region 

(B) LOCATION: one-of(12) 

(D) OTHER INFORMATION: /note= "Xaa is phosphotyrosme . " 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 6 8 : 

Pro Ala Phe Ser Pro Ala Phe Asp Asn Leu Tyr Xaa Trp Asp Gin Ala 
15 10 15 

Ser Ser Glu Gin Glv 

20 



(2) INFORMATION FOR SEQ ID NO : 6 9 : 

(l) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 amino acids 

(B) TYPE: amino acid 

tC) STRANDEDNESS : single 
(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME/ KEY: Region 

(B) LOCATION: one - of ( 1 1 , 12 ) 

(D) OTHER INFORMATION: /note= "Xaa is phosphoserme . " 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 6 9 : 

Pro Ala Phe Ser Pro Ala Phe Asp Asn Leu Xaa Xaa Trp Asp Gin Asn 
15 10 15 

Ser Ser Glu Gin Gly 

2 0 



(2) INFORMATION FOR SEQ ID NO: 70: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: peptide 



xi) SEQUENCE DESCRIPTION: SEQ ID NO : 7 0 : 

Pro Ala Phe Ser Pre Ala Phe Asp Asn Leu Glu Glu Trp Asp Glu Asn 



0 



Ser Ser Glu Gin G 1 



(2) INFORMATION FOR SEQ ID NO: n : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2L amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS : single 
CD) TOPOLOGY: linear 

(li) MOLECULE TYPE: peptide 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 71: 

Pro Ala Phe Ser Pro Ala Phe Asp Asn Leu Phe Phe Trp Asp Gin Asn 
15 10 15 

Ser Ser Glu Gin Gly 

20 



(2) INFORMATION FOR SEQ ID NO: 72: 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 21 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE : peptide 



(ix) FEATURE: 

(A) NAME /KEY: Region 

(3) LOCATION: one- of ( 11 , 12 ) 

(D) OTHER INFORMATION: /note= "Xaa is phosphotyros ine . 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 72: 

Pro Ala Phe Ser Pro Ala Phe Asp Gin Leu Xaa Xaa Trp Asp Gin Asn 

15 10 15 

Ser Ser Glu Gin Gly 



(2) INFORMATION FOR SEQ ID NO : 7 3 : 

fi) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 2 1 amino acids 

(B) TYPE: amino acid 

(C) STRANDEDNESS: single 



(A) NAME .'KEY: Region 

(B) LOCATION: one - of ( 1 1 , 1 2 ) 

(D) OTHER INFORMATION : ,note= "Xaa is phospho tyros i ne . " 



(XI ) SEQUENCE DESCRIPTION: SEQ ID NO : 7 3 : 

Pro Ala Phe Ser Pro Ala Phe Asp Asp Leu Xaa Xaa Trp Asp Gin Asn 
IS 10 15 

Ser Ser Glu Gin Gly 

20 



(2) INFORMATION FOR SEQ ID NO: 74: 

(i) SEQUENCE CHARACTERISTICS: 
(A) LENGTH: 6 amino acids 
(R) TypE: amino acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(h) MOLECULE TYPE: peptide 



(ix) FEATURE: 

(A) NAME /KEY : Region 

(B) LOCATION: one-of (5) 

(D) OTHER INFORMATION: /note- "Xaa is phosphotyros ine . 



(xi) SEQUENCE DESCRIPTION: SEQ ID NO: 74: 



Asp Asn Leu Tyr Xaa Trp 
1 5 



